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Maimon et al, Supplementary Figure 1: Murine MERFISH genes list construction and validation
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Maimon et al, Supplementary Figure 2  - Comparing cell type definition and gene expression between 
single-nucleus RNA sequencing and MERFISH data
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Maimon et al, Supplementary Figure 3: MERFISH validation with serial smFISH

Bassoon mRNA by 
MERFISH

Have more side by side from here:
https://docs.google.com/presentation/d/1i
OuTD3xAqk6TT6bMCFP3pU16rTAhMLq
_Spxvv1-qp9A/edit?pli=1#slide=id.g5874
fc4344a65f29_103

Bassoon mRNA by smFISH

100 µm

100 µm

A

B

C

100 µm

100 µm

ρ=0.84

400506

Number of Gfap transcripts
per cell (color 1)

400

50

6

0

20µm

Hybridization 
Round 1

Hybridization 
Round 256

Overlay

Ascl1 mRNA 
Color 1

Ascl1 mRNA 
Color 2

Overlay

B

10µm

ρ = 0.95

0

N
um

be
r o

f G
fa

p 
tra

ns
cr

ip
ts

pe
r c

el
l (

co
lo

r 2
)

Gfap mRNA 
Color 2

Gfap mRNA  
Color 1

>100

>100

D

100 µm

M
E

R
FI

S
H

 m
ea

n 
tra

ns
cr

ip
ts

pe
r c

el
l

smFISH  mean transcripts
per cell

E F G

H

Gfap - MERFISH Bsn - MERFISH Prox1- MERFISH

>100

>100

Gfap - smFISH Bsn - smFISH Prox1- smFISH

>200

>200 >150

>150

100 µm

100 µm

0

0

https://docs.google.com/presentation/d/1iOuTD3xAqk6TT6bMCFP3pU16rTAhMLq_Spxvv1-qp9A/edit?pli=1#slide=id.g5874fc4344a65f29_103
https://docs.google.com/presentation/d/1iOuTD3xAqk6TT6bMCFP3pU16rTAhMLq_Spxvv1-qp9A/edit?pli=1#slide=id.g5874fc4344a65f29_103
https://docs.google.com/presentation/d/1iOuTD3xAqk6TT6bMCFP3pU16rTAhMLq_Spxvv1-qp9A/edit?pli=1#slide=id.g5874fc4344a65f29_103
https://docs.google.com/presentation/d/1iOuTD3xAqk6TT6bMCFP3pU16rTAhMLq_Spxvv1-qp9A/edit?pli=1#slide=id.g5874fc4344a65f29_103


Maimon et al, Supplementary Figure 4: PTBP1 suppression in neurons has minimal effect on gene expression
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Maimon et al, Supplementary Figure 5: Comparison of dentate gyrus and SVZ single nuclear RNA sequencing
 with MERFISH
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Maimon et al, Supplementary Figure 6: PTBP1-ASOs Intra-cerebro-ventricular delivery mediate generation 
of DG Stage 3 cells along the aged dentate gyrus and improves memory. 
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MBP
MCF2L2
MECOM
MED12L
MED8
MEF2D
MEG3
MEPE
MIAT
MID1IP1
MLH1
MLH3
MLIP
MLKL
MNAT1
MNX1
MOBP
MOG
MRC1
MSH2
MSH3
MSH4
MSH5
MSH6
MT1E
MT1F
MT1G
MT1H
MT1X
MT2A
MTMR6
MTMR8
MUS81
MYCBP2
MYH9
MYO18A
MYO1E
MZT2B
NAMPT
NAV1
NAV2
NCAM1
NCAM2
NDC1
NDEL1
NDRG4
NDUFA4
NEAT1
NEFH
NEFL
NEFM
NELL1
NEMO
NEMP1
NEMP2
NES
NEUROD1
NEUROG2
NFIX
NGFRAP1
NHEJ1
NKAIN2
NLRP1
NLRP3
NLRP4
NMBR
NMNAT2
NMU
NOSTRIN
NOVA1
NPAP1
NPC1
NPSR1-AS1
NPY
NR2F2-AS1
NREP-AS1
NRF1
NRG1
NRGN
NRM
NRXN1
NRXN3
NTM
NTNG1
NUMB
NUP107
NUP133
NUP153
NUP155
NUP160
NUP188
NUP205
NUP210
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NUP35
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NUP85
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NUTF2
NXF1
NXPH1
NXT1
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OLFM3
OLIG1
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OTOGL
OTP
P2RY12
P4HA3
P53
PABPC1
PACRGL
PARD3
PAWR
PAX2
PAX6
PBX1
PCDH11X
PCDH15
PCDH9
PCSK1N
PCSK5
PDE1A
PDE2A
PDE4B
PDGFD
PDGFRA
PDK4
PDLIM7
PDYN
PDZRN4
PEA15
PEBP1
PENK
PFKP
PHF21A
PHLDB3
PHYHD1
PIK3CD
PITX1
PKD2L1
PKM
PKN1
PLA2G4A
PLA2G4C
PLAAT1
PLAAT3
PLCB1
PLCE1
PLCG1
PLCH1
PLCXD3
PLD5
PLEC
PLEKHA1
PLEKHA5
PLP1
PLPP6
PLPP7
PLPPR1
PLXDC2
PLXNB1
PMS1
PMS2
PNKP
PNN
PNO1
POGK
POLD1
POLDIP3
POLR3G
POM121
POM121C
POM121L12
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POMZP3
PON2
POU3F2
POU4F2
POU6F2
PPIA
PPP2R2B
PPP6R3
PRDX1
PRELID2
PREX2
PRKD1
PRKDC
PRKG1
PRKX
PROKR2
PRPH
PRRT4
PRUNE2
PSD3
PSMA2
PSMA3
PSMA4
PSMA6
PSMB7
PSMC1
PSMC4
PSMD11
PSMD7
PSMD8
PTBP1
PTBP2
PTGDS
PTGER3
PTMA
PTP4A2
PTPN3
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PTPRK
PTPRT
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PVALB
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QDPR
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RAB27B
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RAB7A
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RAE1
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RAPGEF4
RAPGEF6
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RBFOX1
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RBMS3
RCOR1
RELN
RERE
REST
RGPD1
RGPD2
RGPD3
RGPD4
RGPD5
RGPD6
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RIP1
RIP3
RIT2
RLBP1
RMST
RNASE1
RNASET2
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ROBO1
RORA
RORB
RPH3AL
RPL15
RPL18A
RPLP1
RPN2
RPRM
RPS19
RPS6
RRM2B
RTKN2
RTN1
RTN4
RUFY1
RUFY3
RXFP1
RYR1
RYR2
RYR3
S100A10
S100B
SAMD13
SARAF
SARM1
SAT1
SATB2
SCARB2
SCG5
SCML4
SCN1A
SCRG1
SDCBP
SEC13
SEH1L
SEMA5A
SEPT6
SEPT7
SEPW1
SERPINI2
SETD5
SEZ6L
SH2D1B
SH3BGRL3
SH3KBP1
SH3RF3
SHISA6
SHISA9
SIRPB1
SIX1
SLC11A1
SLC14A1
SLC16A12
SLC17A7
SLC1A2
SLC1A3
SLC22A18
SLC25A24
SLC26A3
SLC32A1
SLC38A2
SLC44A1
SLC6A12
SLC6A16
SLC6A20
SLC7A11
SLC7A6OS
SLIT2
SLN
SLX1B
SLX4
SMAC
SMN2
SMOC1
SMPD4
SMURF2
SMYD1
SNAP25
SNCA
SNCB
SNTG2
SNUPN
SNX14
SOD1
SORCS1
SORL1
SORT1
SOX11
SOX13
SOX2
SOX5
SOX6
SOX8
SOX9
SP8
SPARCL1
SPDYE2
SPHKAP
SPOCK1
SPP1
SPTA1
SPTAN1
SPTB
SPTBN1
SPTBN2
SPTBN4
SPTBN5
SREBF1
SREBF2
SRGN
SRP14
SRPK1
SRRM2
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TNF
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TPT1
TRADD
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TREX1
TRHDE
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TSHZ2
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TTC28
TTLL7
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Maimon et al, Supplementary Figure 7: Human MERFISH quality control
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